. Functional screening of P. infestans effectors in wild potato species S. chacoense, S. hjertingii, and N. tabacum. Agrobacterium clones expressing RD2, RD39, and PITG_22798 of P. infestans were tooth-pick inoculated in leaves of S. chacoense (A) and S. hjertingii (B). CRN2 (crinkling and necrosis induced protein gene 2) was used as a positive control and GFP (green fluorescent protein gene) was used as a negative control. Two weeks after inoculation, the expanding cell death was photographed. (C) Leaves of N. tabacum were infiltrated with A. tumefaciens carrying PITG_22798, AVR3b, and GFP (negative control). Photographs were taken 12 dpi. Figure S2 . Western blot analysis of proteins PITG_22798-GFP and GFP-empty. Immunoblots show the stability of PITG_22798-GFP. Arrows indicated the expected size (43 kDa). Plus (+) and minus (−) signs indicate the presence or absence respectively.
. Functional screening of P. infestans effectors in wild potato species S. chacoense, S. hjertingii, and N. tabacum. Agrobacterium clones expressing RD2, RD39, and PITG_22798 of P. infestans were tooth-pick inoculated in leaves of S. chacoense (A) and S. hjertingii (B). CRN2 (crinkling and necrosis induced protein gene 2) was used as a positive control and GFP (green fluorescent protein gene) was used as a negative control. Two weeks after inoculation, the expanding cell death was photographed. (C) Leaves of N. tabacum were infiltrated with A. tumefaciens carrying PITG_22798, AVR3b, and GFP (negative control). Photographs were taken 12 dpi. 
Underline represent restriction sites, ClaI site (ATCGAT), SmaI site (CCCGGG), NotI site (GCGGCCGC), BamHI site (GGATCC), and EcoRI site (GAATTC). PITG_22798 99183 The RxLR effectors were selected and cloned into the pGR106 vector according to previous studies [7, 8] .
